Using 21 antimicrobial agents, agar dilution susceptibility tests were carried out against 190 strains of Yersinia enterocolitica. Isolates from human, environmental, and animal sources had essentially equal susceptibility patterns.
Yersinia enterocolitica can produce human and animal diseases with a variety of syndromes, enterocolitis being the most frequently encountered manifestation in humans (1) . Although the epidemiology of Y. enterocolitica infections has not been completely elucidated, present evidence indicates that wild and domestic animals may serve as reservoirs for the production of human infections (1) . Furthermore, isolations of the organism from water (3, 7) and from foods of animal origin (6, 9) have recently been made in increasing numbers. Despite the increase in both environmental and clinical isolations of Y. enterocolitica, comprehensive antimicrobial susceptibility data are sparse (2, 5, 8) . The purpose of this study was to obtain quantitative antimicrobial information using the agar dilution method for determining minimal inhibitory concentrations (MICs). Our aim was also to evaluate differences in susceptibility patterns among strains isolated from human, environmental, and animal sources.
One hundred ninety strains of Y. enterocolitica encompassing all previously identified biotypes were studied. In addition to our own isolates (4, 7), strains were obtained from the following sources: M. (12) . The MIC determinations were made using the agar replicator technique of Steers et al. (13) . Mueller-Hinton medium (Difco) was used as the agar medium. Plates for the majority of the MIC determinations were prepared by the Clinical Microbiology Laboratory of the UCLA Hospital and Clinics according to their routine procedure. A stock culture solution of each drug was prepared, and dilutions in distilled water were added in ratios ranging from 0.2 to 2.6 ml per 100 ml of agar to obtain the final concentrations shown in Table 1 At the present time we conclude that biochemical and antimicrobial tests do not reliably identify isolates of Y. enterocolitica according to their origin, nor do these tests definitively evaluate the homogeneity of this species. Experiments using numerical taxonomy and deoxyribonucleic acid hybridizations are underway to clarify these problems.
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